Supplementary Figure 2:
Comprehensive comparison of proteins from bacterial and eukaryotic ribosomes reveals different folds of their seemingly conserved non-globular extensions. Panels show side-to-side comparison of homologous ribosomal proteins from the 70S E. coli (pdb-id 4WF1) and the 80S S. cerevisiae ribosomes (pdb-id 4V88). Each pair of structures was aligned by superposing conserved rRNA backbones within 6Å-distance around protein extensions. Asterisks point to the segments, which were previously considered as partially or fully conserved -according to sequence 10, 11 or secondary-structure alignments 12 . Importantly, as shown in the (Supplementary Figure 1) , these structural differences may potentially point to the location of the nuclear localization signals in eukaryotic ribosomal proteins. 
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